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Separation (for 12-230 kDa)
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12-230kDa:

Std 1, 29 & 230 KD

66-440kDa: Std 57 & 280 KD
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Protein Approximate Molecular Weights (kDa)

Tris- ~ |[NuPAGE® [NuPAGE®| NuPAGE®
Glycine | Tricine | MES MOPS |Tris-Acetate

Myosin 250 210 198 191 210

Phosphorylase

BSA

Glutamic
Dehydrogenase

Alcohol Dehydrogenase

Carbonic Anhydrase

Myoglobin Red

Lysozyme
Aprotinin
Insulin, B Chain

NuPAGIE® Novex
Bis-Tris 4-129% Gel

©1999-2002 Invitrogen Corporation. All rights reserved.
IM-1008F 072602
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Santa Cruz Biotechnology Cell Signaling Technology Abcam Novus Biologicals
sc-126 4667 ab90363 NB200-171

A B C + - + siRNA
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0.04 Ab [mcg/ml]

P53 - D FE/9 43.65 kDa
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discover more

Why is the actual band size different from the predicted?

Western blotting 1= a technique that separates proteins based on size - in general, the smaller the protein the faster it migrates
through the gel. However, migration 15 also aftected by other factors and so the actual band size observed may differ from that
predicted. Commaon factors include. .

post-translational modification - e.g. phosphorylation, glycosylation etc which increases the size of the protein
posttranslation cleavage - e.g. many proteins are synthesized as pro-proteing, and then cleaved to give the active
form, e.g. pro-caspases

splice variants - alternative splicing may create different sized proteins from the same gene

relative charge - the composition of amino acids (charged vs non-charged)

multimers - e.g. dimerisation of a protein. This i1s usually prevented in reducing conditions, although strong
interactions can result in the appearance of higher bands

©19595-2012 Abcam plc. All rights reserved. Terms and Conditions - Legal - Privacy Palicy - Investar Relations - Contact Us -
Blog
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¢ SDSPAGE Western MW

® Simple Western MW

—Sequence MW

reported MW
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